Important Note : 1. On completing your answers, compulsorily draw diagonal cross lines on the remaining blank pages.

50, will be treated as malpractice.

2. Any revealing of identification, appeal to evaluator and /or equations written eg, 42+8
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Answer afz_‘y FIVE full questions, selecting atleast TWO questioﬁgf from each part.

PART - A

What are Primary \déf‘a{Bases? Explain with examples.

(10 Marks)
Write short notes on 3 n Gen bank ii) KEGG. (10 Marks)
Give brief account on Bwiowcal databases. / 2y (12 Marks)
Write short notes on : . - AN

i) PIR ii) PDB i‘ii)x _EXPASY iv) Uniprot—KB. (08 Marks)
Discuss the Evolutionary basis for s’édu\ence alignﬁ?éi;t~{ (12 Marks)
Trace comparison between PAM a‘nd‘BLOSUM, - (08 Marks)
What is Multiple Sequence Allgnmen” Da%uss about phylogenetic softwares used in
Multiple Sequence Alignment. ) (12 Marks)
Write short notes on : i) GENSCAN ] ii)’;\ \/G\@p Penality. (08 Marks)

 PART-B

DNA strider.

P> N (05 Marks)
OMIGA. A M (05 Marks)
Restriction Mapping. e (s (05 Marks)
Primer 3. (05 Marks)
Explain role ofBioinfomlétics tools in micro array data analjs’\ ) (10 Marks)
Write short notes on 2. e
i) EST database -.-/i)  Artificial intelligence. (10 Marks)
Discuss scope am appllcatlons of Insilico modeling in modern blology, ; (12 Marks)

Write short notes on :
i) Rasmol\ ' ii) Canonical DNA forms.

<) (08 Marks)

8 Write short notes on :

a.
b.
C.
d. o HEX 05 M: arks\

Molecular modeling. :\‘}ii(‘»désk’Vlarks)
QSAR: ‘ ’(05 Marks)
Réceptor mapping. (05 Marks)
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